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AMENDMENT 



In the Claims: 



Please amend the claims as follows: 



\ (Amended) A DNA segment comprising an isolated coding region that encodes a 
[sul^tontially full length] P-TEFb subunit, wherein the coding region is characterized as: 



encoding a [substantially full length] P-TEFb kinase subunit having the amino acid 
sequence of SEQ ID NO:2; or 

encoding a [substantially full length] P-TEFb large subunit that includes a 
contigxlQus seqjdence\of at least about 7 amino acids from SEQ ID NO:4, SEQ ID 
NO:45, S^ID NO:47 or /SEQ ID NO:50; or [as a substantially full length] a 
coding regic^that s^cificallv hybridizes to the nucleotide sequence of SEQ ID 
NO:3, SEQ ID lsfo:43 or SEQ ID NO:48 [under stringent hybridization conditions]. 

2. (Amended) The DNA , segment 6f claim 1, wherein said isolated coding region encodes a 
[substantially full length] P-TEFb kinase subunit having the amino acid sequence of SEQ ID NO:2. 



3. (Amended) The DNA segment of claim [1]^2, wherein said isolated coding region has the 
nucleotide sequence from position 1 1 5 to position 1 327\>f SEQ ID NO: 1 . 
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(Amended) The DNA segment of claim 1, wherein said isolated coding region encodes a 
[substantially foil length] P-TEFb large subunit that includes a contiguous sequence of at least 
aboutV amino acids from SEQ ID NO:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50; or [as 
a substantially full length coding region that] wherein said isolated coding region specifically 
hybridizes\p the nucleotide sequence of SEQ ID NO:3, SEQ ID NO:43 or SEQ ID NO:48 [under 
stringent hybridization conditions]. 

5. (AmendedVThe DNA segment of claim [1] 4, wherein said isolated coding region encodes 
a [substantially full l\ngth] P^FEFb large subunit that includes a contiguous sequence of at least 
about 7 amino acids froWSEQ ID 1^0:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50 and 
wherein said coding regicm specifically hybridizes to the nucleotide sequence of SEQ ID N0:3, 
SEQ ID NO:43 or SE© ID Nt>:48 [under stringent hybridization conditions]. 



6. (Amended) The DNA segment of claim 4, wherein said isolated coding region encodes a 
[substantially full length] P-TEFb laree subunit that includes a contiguous sequence of at least 
about 7 amino acids from SEQ ID N0:4>SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50. 



7. (Amended) The DNA segment of claim\[6] 40, wherein said isolated coding region encodes 
a P-TEFb large subunit having the amino acid sequence of SEQ ID NO:4, SEQ ID NO:45, SEQ ID 
NO:47orSEQIDNO:50. 
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11. (Amended) Khk DNA segment of claim 4, wherein said isolated coding region [is a 
substantially full length coding region that] specifically hybridizes to the nucleotide sequence of 
SEQ ID NO:3, SEQ Il>NO:43 or SEQ ID NO:48 [under stringent hybridization conditions]. 



15. (Antented) The DNA segment of claim 1, wherein said DNA segment comprises a first 
coding regiolrtfiat encodes [a substantially full length] said P-TEFb kinase subunit and a second 
CGding regiGrrtha^ieodes [a ^ subsiantiaiiy full length] said P-TEFb large subunit. 



1 7. (Amended) The DNA segment of claim [16] 15, wherein said first coding region encodes a 
P-TsEFb kinase subunit that has the amino acid sequence of SEQ ID NO:6. 

18. (Amended) The DNA segment of claim 16, wherein said second coding region has the 
nucleotide tequenc^f SEQ ID NO:44, SEQ ID NO:46 or SEQ ID NO:49[, and wherein said first 
coding regionhas the nucleotide sequence of SEQ ID NO:5]. 



19. (Amended) Yhe DNA segment of claim 1, wherein said isolated coding region is 
operatively attached to\a second coding region that encodes a selected peptide or protein 

sequence^] so that said DNA segment [encoding] encodes a P-TEFb subunit fusion protein in 

\ i 
which the P-TEFb subunit is linkedto said selected peptide or protein . 
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(Amended) An expression system comprising: 



a first expression unit comprising, under the transcriptional control of a promoter, a 
oding region that encodes a [substantially full length] P-TEFb kinase subunit 
includes a contiguous sequence of at least about 7 amino acids from SEQ ID 
NP& or SEQ ID NO:6 or that specifically hybridizes to the nucleotide sequence of 

d£U 11 

a second Wpression unit comprising, under the transcriptional control of a promoter, 
a second ceding region that encodes a [substantially full length] P-TEFb large 
subunit that includes a contiguous sequence of at least about 7 amino acids from 
SEQ ID NP:4,^EQID NO:45, SEQ ID NO:47 or SEQ ID NO:50 or that 
specifically hybridizes to the nucleotide sequence of SEP ID NO: 3, SEP ID NP:43 
or SEP IDNP:48. 



(b) 



l_ 

:1j^S£0 TP NOT5 ; and 



31. (Amended)VTh^ recombinant host cell of claim 27, wherein said cell comprises a first 
DNA segment that encodes [a substantially full length] said P-TEFb kinase subunit and a second 
DNA segment that encodes [a substantially full length] said P-TEFb large subunit. 



,1 



Please add new claims 33-74* as follows: 



--•331 The DNA segment of claim 6, wherein said isolated coding region encodes a P-TEFb large 
subunit that includes a^ntiguous sequence of at least about 10 amino acids from SEQ ID NO:4, 



SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50. 
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The DNA segment of claim 33, wherein said isolated coding region encodes a P-TEFb large 
sufeunit that includes a contiguous sequence of at least about 14 amino acids from SEQ ID NO:4, 
SEQ1D NO:45, SEQ ID NO:47 or SEQ ID NO:50. 



ThesDNA segment of claim 34, wherein said isolated coding region encodes a P-TEFb large 
subunit that includes a contiguous sequence of at least about 20 amino acids from SEQ ID NO:4, 
ID NO:45, SEQ TD"NO:47 or SEQ ID NO:50. 



11 

The DNA segment of claim 35, wherein said isolated coding region encodes a P-TEFb large 
a< f^seq^ence of at least about 30 amino acids from SEQ ID NO:4, 
SEQ ID NO:45, SEQ ID NG>:47 or SEQ ID NO:50. 



subunit that includes a cantigu< 



The DNA segment of claim 36, wherein said isolated coding region encodes a P-TEFb large 
subunit that includes a contiguous sequence of at least about 50 amino acids from SEQ ID NO:4, 
SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50. 



The DNA segment of claim 37, wherein said isolated coding region encodes a P-TEFb large 
subunit that includes a contiguous sequence of Vt least about 100 amino acids from SEQ ID NO:4, 
SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:5C 



39*. The DNA segment of claim 3 8, wherein said isolated coding region encodes a P-TEFb large 
subunit that includes a contiguous sequence of at least abo^t 150 amino acids from SEQ ID NO:4, 
SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50. 
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The DNA segment of claim 39, wherein said isolated coding region encodes a P-TEFb large 
subWiit that includes a contiguous sequence of at least about 200 amino acids from SEQ ID NO:4, 
SEQ k> NO:45, SEQ ID NO:47 or SEQ ID NO:50. 



4tT Ths DNA segment of claim 1 8, wherein said second coding region has the nucleotide 
sequence or>SEQ ID NG:44, SEQ ID TSTO:46 or SEQ ID NO:49, and wherein said first coding 
region has the nucleotide sequence of SEQ ID NO:5. 



The express ipn systei^ of claim 23, wherein said first expression unit comprises a first 



coding region that encode; ; a P-TEFb kinase subunit that includes a contiguous sequence of at least 

about 7 amino acids froii^EQ ID NO:2 or SEQ ID NO:6 and that specifically hybridizes to the 

/ 

nucleotide sequence of SEQN|K^NO: 1 p/sEQ ID NO:5. 



2 



The expression system or^claim 23, wherein said first expression unit comprises a first 
coding region that encodes a P-TEFbNcinase subunit that includes a contiguous sequence of at least 
about 10 amino acids from SEQ ID NO:\or SEQ ID NO:6. 



7f 



-44". The expression system of claim 43, wherein said first expression unit comprises a first 
coding region that encodes a P-TEFb kinase subunit that includes a contiguous sequence of at least 
about 20 amino acids from SEQ ID NO:2 or SEQ IDJNf° :6 - 
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The expression system of claim 44, wherein said first expression unit comprises a first 
ccJding region that encodes a P-TEFb kinase subunit that includes a contiguous sequence of at least 
aboitt 50 amino acids from SEQ ID NO:2 or SEQ ID NO:6. 



expression system of claim 45, wherein said first expression unit comprises a first 
coding regfon that encodes a P-TEFb kinase subunit that includes a contiguous sequence of at least 
about 100 amino acMs from SEQ ID NO:2 or SEQ ID NO:6. 



The expression system of claim 46, wherein said first expression unit comprises a first 
coding region that encodes a P-TEFb kinase subunit that has the amino acid sequence of SEQ ID 
NO:2. 



4ft The expression sys^m ofclaijir46, wherein said first expression unit comprises a first 
coding region that encodes a\p-TEFb kinase subunit that has the amino acid sequence of SEQ ID 
NO:6. 



49r The expression system of claim 23, wherein said first expression unit comprises a first 
coding region that specifically hybridize^ to the nucleotide sequence of SEQ ID NO:l or SEQ ID 
NO:5. 



507 The expression system of claim 49, wherein said first expression unit comprises a first 
coding region that has the nucleotide sequence fro^pi position 115 to position 1327 of SEQ ID 
NO:l. 
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The expression system of claim 49, wherein said first expression unit comprises a first 
cckling region that has the nucleotide sequence of SEQ ID NO:5. 



\The expression system of claim 23 , wherein said second expression unit comprises a second 
coding region that encodes a P-TEFb large subunit that includes a contiguous sequence of at least 
about 7 ar^ino acids &om SEQ ID NO:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50 and 
that specifically hybridizes to the nucleotide sequence of SEQ ID NO:3, SEQ ID NO:43 or SEQ ID 
NO:48. 



53T The expression system of ckim 23 , wherein said second expression unit comprises a second 
coding region that encodes a P/TEFb/large subunit that includes a contiguous sequence of at least 
about 1 0 amino acids ftom SEQ ID NO:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50. 



The expression sys^ej£_££-c1airn 53, wherein said second expression unit comprises a 
second coding region that encbdes a P-TEFb large subunit that includes a contiguous sequence of 
at least about 20 amino acids fr\m SEQ ID NO:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID 
NO:50. 



<4€r. The expression system of claim ^54, wherein said second expression unit comprises a 
second coding region that encodes a P-TEFb\large subunit that includes a contiguous sequence of 
at least about 50 amino acids from SEQ ID Np:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID 
NO:50. 
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The expression system of claim 55, wherein said second expression unit comprises a 
second coding region that encodes a P-TEFb large subunit that includes a contiguous sequence of 
at least about 100 amino acids from SEQ ID NO:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID 
NO^O.' 



% 

•zrr: 



The expression system of claim 56, wherein said second expression unit comprises a 
second coding^egion that encodes a P-TEFb large subunit that has the amino acid sequence of 
SEQ IDNO:4. 

The expressio^ system of claim 56, wherein said second expression unit comprises a 
second coding region th^ encodes-a^i^^fEFb large subunit that has the amino acid sequence of 
SEQ IDNO:45. 



2? 



5ft The expression system of\claim 56, wherein said second expression unit comprises a 
second coding region that encodes aNf-TEFb large subunit that has the amino acid sequence of 
SEQ IDNO:47. 



69r The expression system of claim 56, wherein said second expression unit comprises a 
second coding region that encodes a P-TEFb la^ge subunit that has the amino acid sequence of 
SEQ IDNO:50. 
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The expression system of claim 23, wherein said second expression unit comprises a 
second coding region that specifically hybridizes to the nucleotide sequence of SEQ ID NO:3, 
SEQ ID NO:43 or SEQ ID NO:48 



<?7 



-62. l\he expression system of claim 61, wherein said second expression unit comprises a 
second coding region that has the nucleotide sequence of SEQ ID NO:44. 



-63: The expression system of claim 61, wherein said second expression unit comprises a 
second coding region that has the nucleotide sequence of SEQ ID NO:46. 



The expression system of claim 61, wherein said second expression unit comprises a 
\ / 

second coding region tl^at has th£ nucleotide^equence of SEQ ID NO:49. 
*65? The recombinant hosKcell of claim 29, wherein said cell is a mammalian host cell. 



J&&. A recombinant host cell thar^omprises an expression system in accordance with claim 23. 

<-677 A DNA segment comprising an\solated coding region that encodes a P-TEFb subunit, 
wherein the coding region is characterized as\ 



(a) encoding a P-TEFb kinase subunit having the amino acid sequence of SEQ ID 
NO:2; or 
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(b) encoding a P-TEFb large subunit having the amino acid sequence of SEQ ID NO:4, 
SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50. 



A\ DNA segment comprising an isolated coding region that encodes a P-TEFb subunit, 
wherein th&coding region is characterized as: 



cinase subunit having the amino acid sequence of SEQ ID 

P-TEFb large subunit and specifically hybridizing to the nucleotide 
i of SEQ ID NO:3, SEQ ID1TO:43 or SEQ ID NO:48. 



A DNA segment comprising an isolated coding region that encodes a P-TEFb subunit, 
wherein the coding region is characterized as: 



(a) encoding a P-TEFb\kinase subunit and having the nucleotide sequence from 
position 1 1 5 to position 1^27 of SEQ ID NO: 1 ; or 

(b) encoding a P-TEFb large Subunit and having the nucleotide sequence of SEQ ID 
NO:44, SEQ ID NO:46 or SEQ ID NO:49. 
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An expression system comprising: 



(a) a first expression unit comprising a promoter that expresses a first coding region that 
encodes a P-TEFb kinase subunit that has the amino acid sequence of SEQ ID NO:2 
or SEQ IDNO:6; and 

(b) \a second expression unit comprising a promoter that expresses a second coding 
region that encodes ^ P-TEFb large subunit that has the amino acid sequence of 
SEQ ID NO:4, SEQ ID NO:45, SEQ ID NO:47 or SEQ ID NO:50. 




An expression system comprising: 



(a) a first expressiominit comprising a promoter that expresses a first coding region that 
encodes a P-TEFb Kinase subunit and that specifically hybridizes to the nucleotide 
sequence of SEQ ID NQ: 1 or SEQ ID NO:5; and 

(b) a second expression unit\comprising a promoter that expresses a second coding 
region that encodes a P-TEFb large subunit and that specifically hybridizes to the 
nucleotide sequence of SEQ IDNO:3, SEQ ID NO:43 or SEQ ID NO:48. 
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An expression system comprising: 




a first expression unit comprising a promoter that expresses a first coding region that 
encodes a P-TEFb kinase subunit and that has the nucleotide sequence from position 
1 1 5 to position 1 327 of SEQ ID NO: 1 or the nucleotide sequence of SEQ ID NO:5; 
and 

(b) \ a second expression unit comprising a promoter that expresses a second coding 
gion that encode^ a P-TEFb large subunit and that has the nucleotide sequence of 
SEQ ID N0:44, SEQ ID NO:46 or SEQ ID NO:49. 



JZ3-. A DNA segmen^W)^ coding region that encodes a substantially full 

length P-TEFb subunit, wnferein the coding region is characterized as: 



(a) encoding a substantially full length P-TEFb kinase subunit having the amino acid 
sequence of SEQ IE(NO:2; or 

(b) encoding a substantia^ full length P-TEFb large subunit that includes a contiguous 
sequence of at least abhut 7 amino acids from SEQ ID NO:4, SEQ ID NO:45, 
SEQ ID NO:47 or SEQ ID ItfO:50; or as a substantially full length coding region 
that hybridizes to the nucleotide sequence of SEQ ID NO:3, SEQ ID NO:43 or 
SEQ ID NO:48 under stringent hybridization conditions. 
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An expression system comprising: 

a first expression unit comprising, under the transcriptional control of a promoter, a 
first coding region that encodes a substantially full length P-TEFb kinase subunit 
that includes a contiguous sequence of at least about 7 amino acids from SEQ ID 
0:2 or SEQ ID N0:6 or that hybridizes to the nucleotide sequence of SEQ ID 
N&l or SEQ IEfN0:5 under stringent hybridization conditions; and 
(b) a second expression unit comprising, under the transcriptional control of a promoter, 
a second^ length P-TEFb large subunit 

that includes \contiguous sequence of at least about 7 amino acids from SEQ ID 
N0:4, SEQ ID N^45, SEQ ID NO:47 or SEQ ID NO:50 or that hybridizes to the 
nucleotide sequence ol SEQ ID N0:3, SEQ ID NO:43 or SEQ ID NO:48 under 
stringent hybridization conditions. - 



L 



REM) 



Status of the Claims 



Prior to the instant Action, claims 1-32 were pending and have been examined. 
Presently, each of claims 1-7, 11, 15, 17-19, 23 and 31 are being amended to even further 
improve their clarity. No claims are being canceled. Claims 33-74 have been added, which are 
entirely supported by the original disclosure. 

Claims 1-74 are therefore in the case. For the convenience of the Examiner, two claims 
exhibits are included herewith. Exhibit A shows the pending claims in numerical order, whereas 
Exhibit B presents the pending claims in a logical order for ease of examination and allowance. 
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